SEQUENCE LISTING 



<110> WEI, Ming-Hui et al . 

<120> ISOLATED HUMAN ENZYME PROTEINS , NUCLEIC 

ACID MOLECULES ENCODING HUMAN ENZYME PROTEINS, AND USES 
THEREOF 

<130> CL001200-DIV II 
<160> 4 

<170> FastSEQ for Windows Version 4.0 

<210> 1 

<211> 3377 

<212> DNA 

<213> Homo sapiens 

<400> 1 

tcgcggcggc cgtgatggct ggtgacggcg gggccgggca ggggaccggg gccgcggccc 60 
999 a 9cgggc cagctgccgg gagccctgaa tcaccgcctg gcccgactcc accatgaacg 120 
tcgcgctgca ggagctggga gctggcagca acatggtgga gtacaaacgg gccacgcttc 180 
gggatgaaga cgcacccgag acccccgtag agggcggggc ctccccggac gccatggagg 240 
tgggcaaggg ggcttcccct ttctcaccag gccccagccc tggcatgacg cctggcacac 300 
ccaggagctc tgggctgttc tggagggtca cctgccccca cctccgctcc atctctggcc 360 
tctgctctag gactatggtg ggattccaga aggggacaag acagctgtta ggctcacgca 420 
cgcagctgga gctggtctta gcaggtgcct ctctactgct ggctgcactg cttctgggct 480 
gccttgtggc cctaggggtc cagtaccaca gagacccatc ccacagcacc tgccttacag 540 
aggcctgcat tcgagtggct ggaaaaatcc tggagtccct ggaccgaggg gtgagcccct 600 
gtgaggactt ttaccagttc tcctgtgggg gctggattcg gaggaacccc ctgcccgatg 660 
ggcgttctcg ctggaacacc ttcaacagcc tctgggacca aaaccaggcc atactgaagc 720 
acctgcttga aaacaccacc ttcaactcca gcagtgaagc tgagcagaag acacagcgct 780 
tctacctatc ttgcctacag gtggagcgca ttgaggagct gggagcccag ccactgagag 840 
acctcattga gaagattggt ggttggaaca ttacggggcc ctgggaccag gacaacttta 900 
tggaggtgtt gaaggcagta gcagggacct acagggccac cccattcttc accgtctaca 960 
tcagtgccga ctctaagagt tccaacagca atgttatcca ggtggaccag tctgggctct 1020 
ttctgccctc tcgggattac tacttaaaca gaactgccaa tgagaaagtg ctcactgcct 1080 
atctggatta catggaggaa ctggggatgc tgctgggtgg gcggcccacc tccacgaggg 1140 
agcagatgca gcaggtgctg gagttggaga tacagctggc caacatcaca gtgccccagg 1200 
accagcggcg cgacgaggag aagatctacc acaagatgag catttcggag ctgcaggctc 1260 
tggcgccctc catggactgg cttgagttcc tgtctttctt gctgtcacca ttggagttga 1320 
gtgactctga gcctgtggtg gtgtatggga tggattattt gcagcaggtg tcagagctca 1380 
tcaaccgcac ggaaccaagc atcctgaaca attacctgat ctggaacctg gtgcaaaaga 1440 
caacctcaag cctggaccga cgctttgagt ctgcacaaga gaagctgctg gagaccctct 1500 
atggcactaa gaagtcctgt gtgccgaggt ggcagacctg catctccaac acggatgacg 1560 
cccttggctt tgctttgggg tccctcttcg tgaaggccac gtttgaccgg caaagcaaag 1620 
aaattgcaga ggggatgatc agcgaaatcc ggaccgcatt tgaggaggcc ctgggacagc 1680 
tggtttggat ggatgagaag acccgccagg cagccaagga gaaagcagat gccatctatg 1740 
atatgattgg tttcccagac tttatcctgg agcccaaaga gctggatgat gtttatgacg 1800 
ggtacgaaat ttctgaagat tctttcttcc aaaacatgtt gaatttgtac aacttctctg 1860 
ccaaggttat ggctgaccag ctccgcaagc ctcccagccg agaccagtgg agcatgaccc 1920 
cccagacagt gaatgcctac taccttccaa ctaagaatga gatcgtcttc cccgctggca 1980 
tcctgcaggc ccccttctat gcccgcaacc accccaaggc cctgaacttc ggtggcatcg 2040 
gtgtggtcat gggccatgag ttgacgcatg cctttgatga ccaagggcgc gagtatgaca 2100 
aagaagggaa cctgcggccc tggtggcaga atgagtccct ggcagccttc cggaaccaca 2160 
cggcctgcat ggaggaacag tacaatcaat accaggtcaa tggggagagg ctcaacggcc 2220 
gccagacgct gggggagaac attgctgaca acggggggct gaaggctgcc tacaatgctt 2280 
acaaagcatg gctgagaaag catggggagg agcagcaact gccagccgtg gggctcacca 2340 
accaccagct cttcttcgtg ggatttgccc aggtgtggtg ctcggtccgc acaccagaga 24 00 
gctctcacga ggggctggtg accgaccccc acagccctgc ccgcttccgc gtgctgggca 2460 
ctctctccaa ctcccgtgac ttcctgcggc acttcggctg ccctgtcggc tcccccatga 2520 
acccagggca gctgtgtgag gtgtggtaga cctggatcag gggagaaatg cccagctgtc 2580 



1 



accagacctg gggcagctct cctgacaaag ctgtttgctc ttgggttggg aggaagcaaa 2640 
tgcaagctgg gctgggtcta gtccctcccc cccacaggtg acatgagtac agaccctcct 2700 
caatcaccac attgtgcctc tgctttgggg gtgcccctgc ctccagcaga gcccccacca 2760 
ttcactgtga catctttccg tgtcaccctg cctggaagag gtctgggtgg ggaggccagt 2820 
tcccatagga aggagtctgc ctcttctgtc cccaggctca ctcagcctgg cggccatggg 2880 
gcctgccgtg cctgccccac tgtgacccac aggcctgggt ggtgtacctc ctggacttct 2940 
ccccaggctc actcagtgcg cacttagggg tggactcagc tctgtctggc tcaccctcac 3000 
gggctacccc cacctcaccc tgtgctcctt gtgccactgc tcccagtgct gctgctgacc 3060 
ttcactgaca gctcctagtg gaagcccaag ggcctctgaa agcctcctgc tgcccactgt 3120 
ttccctgggc tgagagggga agtgcatatg tgtagcgggt actggttcct gtgtcttagg 3180 
gcacaagcct tagcaaatga ttgattctcc ctggacaaag caggaaagca gatagagcag 3240 
ggaaaaggaa gaacagagtt tatttttaca gaaaagaggg tgggagggtg tggtcttggc 33 00 
ccttatagga ccctgtgcca ataaacagac atgcatccgt caaaaaaaaa aaaaaaaaaa 3360 
aaaaaaaaaa aaaaaaa 3377 

<210> 2 

<211> 811 

<212> PRT 

<213> Homo sapiens 



<400> 2 



Met 


Asn 


Val 


Ala 


Leu 


Gin 


Glu 


Leu 


Gly 


Ala 


Gly 


Ser 


Asn 


Met 


Val 


Glu 


1 








5 










10 










15 




Tyr 


Lys 


Arg 


Ala 


Thr 


Leu 


Arg 


Asp 


Glu 


Asp 


Ala 


Pro 


Glu 


Thr 


Pro 


Val 








20 










25 










30 






Glu 


Gly 


Gly 


Ala 


Ser 


Pro 


Asp 


Ala 


Met 


Glu 


Val 


Gly 


Lys 


Gly 


Ala 


Ser 






35 










40 










45 








Pro 


Phe 


Ser 


Pro 


Gly 


Pro 


Ser 


Pro 


Gly 


Met 


Thr 


Pro 


Gly 


Thr 


Pro 


Arg 




50 










55 










60 










Ser 


Ser 


Gly 


Leu 


Phe 


Trp 


Arg 


Val 


Thr 


Cys 


Pro 


His 


Leu 


Arg 


Ser 


He 


65 










70 










75 










80 


Ser 


Gly 


Leu 


Cys 


Ser 


Arg 


Thr 


Met 


Val 


Gly 


Phe 


Gin 


Lys 


Gly 


Thr 


Arg 










85 










90 










95 




Gin 


Leu 


Leu 


Gly 


Ser 


Arg 


Thr 


Gin 


Leu 


Glu 


Leu 


Val 


Leu 


Ala 


Gly 


Ala 








100 










105 










110 






Ser 


Leu 


Leu 


Leu 


Ala 


Ala 


Leu 


Leu 


Leu 


Gly 


Cys 


Leu 


Val 


Ala 


Leu 


Gly 






115 










120 










125 








Val 


Gin 


Tyr 


His 


Arg 


Asp 


Pro 


Ser 


His 


Ser 


Thr 


Cys 


Leu 


Thr 


Glu 


Ala 




130 










135 










14 0 










Cys 


lie 


Arg 


Val 


Ala 


Gly 


Lys 


He 


Leu 


Glu 


Ser 


Leu 


Asp 


Arg 


Gly 


Val 


145 










150 










155 










160 


Ser 


Pro 


Cys 


Glu 


Asp 


Phe 


Tyr 


Gin 


Phe 


Ser 


Cys 


Gly 


Gly 


Trp 


He 


Arg 










165 










170 










175 




Arg 


Asn 


Pro 


Leu 


Pro 


Asp 


Gly 


Arg 


Ser 


Arg 


Trp 


Asn 


Thr 


Phe 


Asn 


Ser 








180 










185 










190 






Leu 


Trp 


Asp 


Gin 


Asn 


Gin 


Ala 


He 


Leu 


Lys 


His 


Leu 


Leu 


Glu 


Asn 


Thr 






195 










200 










205 








Thr 


Phe 


Asn 


Ser 


Ser 


Ser 


Glu 


Ala 


Glu 


Gin 


Lys 


Thr 


Gin 


Arg 


Phe 


Tyr 




210 










215 










220 










Leu 


Ser 


Cys 


Leu 


Gin 


Val 


Glu 


Arg 


He 


Glu 


Glu 


Leu 


Gly 


Ala 


Gin 


Pro 


225 










230 










235 










240 


Leu 


Arg 


Asp 


Leu 


lie 


Glu 


Lys 


He 


Gly 


Gly 


Trp 


Asn 


He 


Thr 


Gly 


Pro 










245 










250 










255 




Trp 


Asp 


Gin 


Asp 


Asn 


Phe 


Met 


Glu 


Val 


Leu 


Lys 


Ala 


Val 


Ala 


Gly 


Thr 








260 










265 










270 






Tyr 


Arg 


Ala 


Thr 


Pro 


Phe 


Phe 


Thr 


Val 


Tyr 


He 


Ser 


Ala 


Asp 


Ser 


Lys 






275 










280 










285 








Ser 


Ser 


Asn 


Ser 


Asn 


Val 


He 


Gin 


val 


Asp 


Gin 


Ser 


Gly 


Leu 


Phe 


Leu 




290 










295 










300 










Pro 


Ser 


Arg 


Asp 


Tyr 


Tyr 


Leu 


Asn 


Arg 


Thr 


Ala 


Asn 


Glu 


Lys 


Val 


Leu 


305 










310 










315 










320 


Thr 


Ala 


Tyr 


Leu 


Asp 


Tyr 


Met 


Glu 


Glu 


Leu 


Gly 


Met 


Leu 


Leu 


Gly 


Gly 










325 










330 










335 





2 



Arg 


Pro 


Thr 


Ser 








340 


lie 


Gin 


Leu 


Ala 






355 




Glu 


Lys 


He 


Tyr 




370 






Pro 


Ser 


Met 


Asp 


385 








Glu 


Leu 


Ser 


Asp 


Gin 


Gin 


Val 


Ser 








420 


Asn 


Tvr 

•t 


Leu 


He 






435 




Arg 


Arg 


Phe 


Glu 




450 






Thr 


Lys 


Lys 


Ser 


465 








Asp 


Asp 


Ala 


Leu 


Phe 


Asp 


Arg 


Gin 








500 


Arq 


Thr 


Ala 


Phe 






515 




Lys 


Thr 


Arg 


Gin 




530 






He 


Gly 


Phe 


Pro 


545 








Tyr 


Asp 


Gly 


Tyr 


Asn 


Leu 


Tyr 


Asn 








580 


Pro 


Pro 


Ser 


Ara 






595 




Tyr 


Tyr 


Leu 


Pro 




610 






Gin 


Ala 


Pro 


Phe 


625 








Gly 


He 


Gly 


Val 


Gin 


Gly 


Arg 


Glu 








660 


Asn 


Glu 


Ser 


Leu 






675 




Gin 


Tyr 


Asn 


Gin 




690 






Thr 


Leu 


Gly 


Glu 


705 








Asn 


Ala 


Tyr 


Lys 


Pro 


Ala 


Val 


Gly 








740 


Gin 


Val 


Trp 


Cys 






755 




Val 


Thr 


Asp 


Pro 




770 






Ser 


Asn 


Ser 


Arg 


785 








Pro 


Met 


Asn 


Pro 



Thr 


Arg 


Glu 


Gin 


Asn 


He 


Thr 


Val 








360 


His 


Lys 


Met 


Ser 






375 




Trp 


Leu 


Glu 


Phe 




390 






Ser 


Glu 


Pro 


Val 


405 








Glu 


Leu 


He 


Asn 


Trp 


Asn 


Leu 


Val 








440 


Ser 


Ala 


Gin 


Glu 






455 




Cys 


Val 


Pro 


Arg 




470 






Gly 


Phe 


Ala 


Leu 


485 








Ser 


Lys 


Glu 


He 


Glu 


Glu 


Ala 


Leu 








520 


Ala 


Ala 


Lvs 


Glu 






535 




Asp 


Phe 


He 


Leu 




550 






Glu 


He 


Ser 


Glu 


565 








Phe 


Ser 


Ala 


Lys 


Asp 


Gin 


Trp 


Ser 








600 


Thr 


Lvs 


Asn 


Glu 






615 




Tyr 


Ala 


Arg 


Asn 




630 






Val 


Met 


Gly 


His 


645 








Tyr 


Asp 


Lys 


Glu 


Ala 


Ala 


Phe 


Arg 








680 


Tvr 


Gin 


Val 


Asn 






695 




Asn 


He 


Ala 


Asp 




710 






Ala 


Trp 


Leu 


Arg 


725 








Leu 


Thr 


Asn 


His 


Ser 


Val 


Arg 


Thr 








760 


His 


Ser 


Pro 


Ala 






775 




Asp 


Phe 


Leu 


Arg 




790 






Gly 


Gin 


Leu 


Cys 



805 



Met 


Gin 


Gin 


Val 


345 








Pro 


Gin 


Asp 


Gin 


He 


Ser 


Glu 


Leu 








380 


Leu 


Ser 


Phe 


Leu 






395 




Val 


Val 


Tyr 


Gly 




410 






Arg 


Thr 


Glu 


Pro 


425 








Gin 


Lys 


Thr 


Thr 


Lys 


Leu 


Leu 


Glu 








460 




Gin 


Thr 


Cys 






475 




Gly 


Ser 


Leu 


Phe 




490 






Ala 


Glu 


Gly 


Met 


505 








Gly 


Gin 


Leu 


Val 


Lys 


Ala 


Asp 


Ala 








540 


Glu 


Pro 


Lys 


Glu 






555 




Asp 


Ser 


Phe 


Phe 




570 






Val 


Met 


Ala 


Asp 


585 








Met 


Thr 


Pro 


Gin 


He 


Val 


Phe 


Pro 








620 


His 


Pro 


Lys 


Ala 






635 




Glu 


Leu 


Thr 


His 




650 






Gly 


Asn 


Leu 


Arg 


665 








Asn 


His 


Thr 


Ala 


Gly 


Glu 


Arg 


Leu 








700 


Asn 


Glv 


Glv 


Leu 






715 




Lys 


His 


Gly 


Glu 




730 






Gin 


Leu 


Phe 


Phe 


745 








Pro 


Glu 


Ser 


Ser 


Arg 


Phe 


Arg 


Val 








780 


His 


Phe 


Gly 


Cys 






795 




Glu 


Val 


Trp 






810 







Leu 


Glu 


Leu 


Glu 




350 






Arg 


Arg 


Asp 


Glu 


365 








Gin 


Ala 


Leu 


Ala 


Leu 


Ser 


Pro 


Leu 








400 


Met 


Asp 


Tyr 


Leu 






415 




Ser 


He 


Leu 


Asn 




430 






Ser 


Ser 


Leu 


Asp 


445 








Thr 


Leu 


Tyr 


Gly 


He 


Ser 


Asn 


Thr 








480 


Val 


Lvs 

2 


Ala 


Thr 






495 




He 


Ser 


Glu 


He 




510 






Trp 


Met 


Asp 


Glu 


525 








He 


Tyr 


Asp 


Met 


Leu 


Asp 


Asp 


val 








560 


Gin 


Asn 


Met 


Leu 






575 




Gin 


Leu 


Arg 


Lys 




590 






Thr 


Val 


Asn 


Ala 


605 








Ala 


Gly 


He 


Leu 


Leu 


Asn 


Phe 


Gly 








640 


Ala 


Phe 


Asd 


ASD 






655 




Pro 


Trp 


Trp 


Gin 




670 






Cys 


Met 


Glu 


Glu 


685 








Asn 


Gly 


Arg 


Gin 


Lys 


Ala 


Ala 


Tyr 








720 


Glu 


Gin 


Gin 


Leu 






735 




Val 


Gly 


Phe 


Ala 




750 






His 


Glu 


Gly 


Leu 


765 








Leu 


Gly 


Thr 


Leu 


Pro 


Val 


Gly 


Ser 



800 



<210> 3 



<211> 19650 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 
<222> (1) . . . (19650) 
<223> n = A,T,C or G 

<400> 3 

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 60 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 120 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 180 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 24 0 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 3 00 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 360 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 420 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 4 80 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 540 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 600 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 660 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 720 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 780 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 840 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 900 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 960 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 1020 
nnnnnncacc ttagacttga caggcctgct tagtcggact ctaaagcacc cctttgcttt 1080 
tcgttaaata ttgcttggtg ttagtttttt ttctccttgt aaatctccca aataaaacgg 1140 
tttgctttcc ccaagttaga agtgttagca cgtcttttct ttaaatatct gtgcatggct 1200 
gtttttttcc ctgccaattt gtcaccatct gtaaccctcc ctttatgaga cgatctgatg 1260 
acagcagtta tcttggagag tagaagtgtg gtcttgaagc gccatggaag agtagagtca 1320 
gtgtatgctg tgtgtgtgtg gagtgtatgc tccccctgca cttggtgtgt gtacatacag 13 80 
aaacacagtg tgcgtgtgtg ttggctctgg gtgtgttgtg cgtgtgtaca ctgtgtgtga 1440 
gtatgcagtg tgtgtacatt ctgtgggcat ctcgtgtgtg tgtggactgt gtgctgggcg 1500 
tcgtgcctgc ccgtgtcctt ggcgccttgg cgtctatgcg ttctctgcac ataggtaggt 1560 
accacgtgca caccctgaat gtgagtgaac tgcctgtgtg ctatgtattt gccggctgaa 1620 
gaggggctgt gtggactact gggggaagac gttcctcang agggcataat ttctctaaag 1680 
tgcttaaagg ggatggagag agcctgaaat ttgggggaag taggccaagg agtattatca 1740 
acgtctgggc ctggttgaat ttcattactt ttcctaggaa agtaaattat gggtggcttg 1800 
aaggagggtg ctgctgagat ggggggcgga ccatgaagcg tggaggggtc tccggtgttg 1860 
ctggagggca gctggagcct gcggagagcc tcggcgcgct cctccctctc ccccaccctc 1920 
cccccacccc gggcggggct ccgcgtgggg cggtggactc gggcgggggg gggggcggcc 1980 
gcggccgagc gggggtgctg cgcggcggcc gtgatggctg gtgacggcgg ggccgggcag 2040 
gggaccgggg ccgcggcccg ggagcgggcc agctgccggg agccctgaat caccgcctgg 2100 
cccgactcca ccatgaacgt cgcgctgcag gagctgggag ctggcagcaa cgtgagtggg 2160 
ggccccgggc tccacgggag gggactgggt ggagggggac gaggcagagg ggtcggccgc 2220 
ggaggggcag gcggtgcccg gctcgcggag gtaaggctgc ctcccgggcc tggtggaggg 2280 
gtgatagaga gaccccgggc ccgagagcag ggcaggtggg aagggaaggg ccctcttagc 234 0 
agggcggagg ggtccgcgag gcagggagca ctggggcagg gtcgtgggca aatagccctc 2400 
tctgcctgac ctcggttggc aaccccgact gtctggcaga tggtggagta caaacgggcc 2460 
acgcttcggg atgaagacgc acccgagacc cccgtagagg gcggggcctc cccggacgcc 2520 
atggaggtgg gcaagggggc ttcccctttc tcaccaggcc ccagccctgg catgacgcct 2580 
ggcacaccca ggagctctgg gctgttctgg agggtcatct gcccccacct ccgctccatc 2640 
tctggcctct gctctaggac tatggtgagg cgatgctaag ccgtgacgtt gcacaaaaca 2700 
gactcaaggc tcaactcact ggctggcctc attgcccccg ggcccagagt taaccctgtg 2760 
gctctgaaaa ctgcctgtgg cttcaccctc tggtaatctt ggatccctgc cctgcatctc 2820 
agtcactctc tgtccccctg tgttccccag gtgggattcc agaaggggac aagacagctg 2880 
ttaggctcac gcacgcagct ggagctggtc ttagcaggtg cctctctact gctggctgca 2940 
ctgcttctgg gctgccttgt ggccctaggg gtccagtacc acagaggtag gtgggcccac 3000 
actcttcgtc agtattcata actaggggtt ctggaggcct aagggcctct aagattttca 3060 
cttgtgggaa ccaagccttc cctgcagaaa agcccccggc tttgctttct cttcccaacc 3120 
ttcctgctgt catggccctt gcagagtttg cctcttccag acagacagac tgacagtctc 3180 



4 



ctaccctccg gccatgttcc ctaccacaga cccatcccac agcacctgcc ttacagaggc 3240 
ctgcattcga gtggctggaa aaatcctgga gtccctggac cgaggggtga gcccctgtga 3300 
ggacttttac cagttctcct gtgnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 3360 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 3420 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnc ttagcaaata ggcagtgtcc 34 80 
catgaatgag gaagtggatg gttctgtgaa cactcccaga gggtggggag gcagagagca 3540 
ggggactatt gagaagtgca gatgggtttg atgggggcag aactctgggt acaatggagg 3600 
gccgcttctc tgcactctgt ttggagcact gtcgtggtgt ggtagacacc agggagcctg 3660 
tactgcttag atatccttgg gtctccatgg acagggagag gaagccacgg cttgctgttt 3720 
cagacactct tcctgggtct gcgttagcag gactgctcat tgacaaggca aggagagaaa 3780 
ccgagcaagg gccagggact ccccctcagc agttaacgta attgccacct ggatcctgtg 3840 
ttctgcccca cagaaaacac caccttcaac tccagcagtg aagctgagca gaagacacag 3900 
cgcttctacc tatcttgcct acaggtggag cgcattgagg agctgggagc ccagccactg 3960 
agagacctca ttgagaaggt agggccactg agccggttga gggcagggga gcaggagagg 4 020 
ccttgagaga ggagatggcc caggaacgct ttgggagctc ctgcactaat cattccactt 4 080 
atggtctcta catagattgg tggttggaac attacggggc cctgggacca ggacaacttt 4140 
atggaggtgt tgaaggcagt agcagggacc tacagggcca ccccattctt caccgtctac 4200 
atcagtgccg actctaagag ttccaacagc aatgttatcc aggtgatgag ctgggaaagg 4260 
gtggggagag acttagggac actttgctga gcccagactt ccctctcctg tgacaggcag 4320 
gctgggctga ccccccggcc ccacccctac ccccgctcgg gaattcaggt tcccatggtg 4380 
gggaaagcga ggggctcacc tcctttcctt gacattgcag gtggaccagt ctgggctctt 4440 
tctgccctct cgggattact acttaaacag aactgccaat gagaaagtaa ggaacatctt 4 500 
ccgaaccccc atccctaccc ctggctgagc tgggctgatc cctgttgact tttccctttg 4560 
ccaagggtca gagcagggaa ggtgagccta tcctgtcacc tagtgaacaa actgcccctc 4620 
ctttctttct tcttttcttc ctccctccct ccctttcttc cccttttcct tccttccttc 4680 
ctcttattct tctagtaggt ttcatagaca cctactgtgt gccaggtcca gtgggggaat 4740 
tctgagatat aagtttnccg agcccattgc cagcaggaga ggggatcctt tagagtcgca 4800 
caaacaggtc agtcaagtct aaagacnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 4 860 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 4 920 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 4 980 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 5040 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 5100 
nnnnnnnnnn nnnnnnnnnn gcctgnactt gcatgcaccg cggttcggct nctagnagna 5160 
tccccccact gcactccagc ctgggtgacg gagagagact ccgactcaaa aaaaaaaaaa 5220 
aaaaagaaag aaaaagaaag aaggaacagt ttaaacaaaa gtgttgatga ggctgagcac 5280 
agtggctcac acctgtaatc cccgcacttt gggaggctga ggccggcgga tcacttgagg 5340 
ttaggagttc aagaccaggc tggcctacaa ggtgaaaacc cgtctctact aaaaatacaa 5400 
aaattagcca ggcatggtgg tgtgcacctg taatctcagc tacttgggag gctgaggcaa 5460 
agagaatcgc ttgaatccag gaggcagagg ttgcagtgag ctgagatggc accactgcac 5520 
tccagcctgg gcaacagaac aagacttcat ctcaaaaaaa aaaaaaaaag tgttgacgag 5580 
ggaaaggcta ggtgtgtctg gaccatggca aggggtccac tgtggtaaaa tatagaactc 5640 
aaggcagatg agaggctgga gaggtgggca ggaatgggtt atggagggga ccttgaatag 5700 
cacactacgg agtttattct gtagctcccg gagagccatt gcatgctcca aagtagggag 5760 
ggagcgcant gctttgggaa gtcagtttgt ttggggtgtg aagagtanat gtgagaacnn 5820 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 5880 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 5940 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 6000 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 6060 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 6120 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 6180 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 6240 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 6300 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 6360 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 6420 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 6480 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 6540 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 6600 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 6660 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 6720 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 6780 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 6840 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 6900 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 6960 
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nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 
caaacatgtt gaagaccgcc atgctgtagc 
taggtggccg ggtgccgttg tggtcgccac 
aaattcacct tgaggcccaa ggaaggcaca 
tcaccatgca ctaacacgcc ttgggcaagc 
aaacgaaaaa caaacaaaca aaatgctaat 
agtatgctgt caatagttaa gtttttgggc 
gcactttggg aggccaaagc gggtagatca 
caacatggcg aaacccagtc tctactaaaa 
cacttgtaat cccagctact caggaagctg 
gttgcagtga gccgagatcg tgccattgca 
atctcaaaaa aaaaaaaaaa aaaaaaagtt 
gcagtggctc atgcctgtaa tcacagcact 
ggtcaggagt tcgtgaccag cttggccaac 
aaaaattagc cgggcatggt ggcgggcgcc 
aggagaattg cttcaacccg ggaggcagag 
ctccagcctt ggcgacagag ggagactcca 
tggactgtgc aggggtcggt gccccaaacc 
tcatagtcgg gaaaacttca tcactgcagc 
aactggatcc tgggacacta ctgcccccta 
ttcaattttg caaggcctgt ggtgtcattc 
gacgtggtgg aaaataatca aggtcacaca 
gctcctcatt cccaggtcag tccagtgacc 
tgtggccctg tggcagggcc tgaagaggac 
tgagtgaggc agagtagaaa ataacagtaa 
gagaggaaag ggctagtatt tggcagaagg 
gacatttggg ttctgaggga tgagtaggag 
ctctagcagc tggtaagggc taaggggcat 
agaattctaa ttctggaaaa tttgaacaag 
atacatacag taaaataaaa tgcaatagtt 
ccagtacttt ggaaggcaga ggcgggtgga 
ctgaccaaca tggtgaaaac ccgtctctac 
gcaggcgccc gtaatcccag ctacttggga 
gaggtggagg ttgcagtgag ctgagattgc 
tgaaaagctg tctcaaaata aaataaaaat 
gtagacatcc acgtatctac cacctaggta 
gatccctcgt gcccctttca ggtctatatg 
gagagggggt gggagaggca acatgaaacc 
ccagctattg ggttggctga ggcaggagga 
agctatgatc gcgccaccgc actccagcct 
aaacaaacaa ataaacaccc ctcaaaaccc 
tctgtaatct cagcactttg ggaggccgag 
agaccagact ggccaacatg gcgaaacccc 
attggccggg cgcggtggct cacacctgta 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 
accacctagg tagagatact agagattcca 
caggtctata tgagcctcca ccgttcccca 
caacatgaaa cctaaaaacc agtgggcttc 
gaggcaggag gatcacttgc ccaggagttg 
gcactccagc ctgggcgaca gatcaagacc 
ccctcaaaac ccatggcttc aggcctggcg 
tgggaggtca aggtgggcgg atcacttgaa 



nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 10800 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 10860 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 10920 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 10980 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 11040 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 11100 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 11160 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 11220 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 11280 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 1134 0 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 11400 
nnnnnnnnag ttccaggccc acccttgggc 11460 
tagaacttac aaaagatgta agcctgggca 11520 
gctatcttgg ggagggatta agggcaagga 11580 
agggttatca cgtgaagccg aggatcacca 11640 
acgaagcgag gagttgccat ctcaaaacaa 11700 
caactgtcat tggtaaggct tctggtcaac 11760 
tgggcgcagt ggctcacgcc tgtaatccca 11820 
cctgaggtca ggagtcgaga ctagcctggc 11880 
atataaaaat tagccaggcg tggtggtggg 11940 
aggcagaact gcttgaactg ggaagtggag 12000 
ttccagcctg ggcgacaaga gcaaaactcc 12060 
gtttttgggg agtcaaaaat gaggccaggc 12120 
ttgggaggcc gaggcgggtg gatcacctga 12180 
ctggtgaaac cccgtctcta ctaaaaatac 1224 0 
cgtaatctca gctacttggg cggctgaggc 12300 
gttgcaatga gctgagatcg cgccactgca 12360 
tgtcaaatta aaaaaaagac cccaggattt 12420 
cccacgttgt tcaaggtcaa ctgtacactg 12480 
tgctcctgtt tcttgaaacc tgaagcggga 12540 
tcgcctgttg gtcttcaaag aaataatccc 12600 
ccttttaaca gataaggaaa ccgaggccag 12660 
tctatgtgca aaagtggagt aacaacccag 12720 
tcaattgaca tgaaatgtgt gaggtccttc 12780 
agcgtatgta aatcaagtct tgtgccttca 1284 0 
ttcactagga ccgaatctgc attgtaaaca 12900 
atgtcaagga acattttaga gataagaggt 12960 
tgtgccaggg tgcaaaggat gaaaagacag 13020 
ggagaaacag caagactttg gggaactggt 13 080 
gtaatttttt gtgtgtggtt aaggtattac 13140 
gctgggtgtg gaggctcacg cctgttaatc 13200 
tcatctgaag gtcaggagtt cgagaccagc 13260 
taaaaataca aaaattacct gggtgtggtg 13320 
ggctaaggga gaagaatagc ttgaaacccg 13380 
actattgcgc tccagcctgg gtgacaagag 1344 0 
gtaatagtct aattgatttt tttaaaaaat 13500 
aagatactag agattccagc aacctgggag 13560 
agcctccacc gttccccagt cccctggaag 13620 
taaaaaccag tgggcttcgc gcctgtaatc 13680 
tcacttgccc aggagttgga ggctgcagtg 13740 
gggcgacaga tcaagacccc atctctaagc 13800 
atggcttcag gcctggcgcg gtagcttact 13860 
gagggcggat cacttgaggt caggagttcc 13920 
gtctctacta aaaaataaaa aaaaaaaaaa 13980 
attaccagca gnnnnnnnnn nnnnnnnnnn 14040 
nttttaaaga atgtagacat ccacgtatct 14100 
gcaacctggg aggatccctc gtgcgccttt 14160 
gtcccctgga aggagagggg gtgggagagg 14220 
gcgcctgtaa tcccagctat tgggttggct 14280 
gaggctgcag tgagctatga tcgcgccacc 14340 
ccatctctaa gcaaacaaac aaataaacac 14400 
cggtagctta cttctgtaat ctcagcactt 14460 
gtaaggagtt caagtaccat cctggctaac 14520 
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acggtgaaac cccgtctcta ctgaaaagac 
cctttagtct cagctactcg ggaggctgag 
agcttgcagt gagctgagat cgcaccactg 
catctcaaaa aaaaaaaaaa agaagtcaaa 
gggggttagg gagatggagg aagctgagtg 
tggatataaa attagttgtg ggccgggcac 
999 a 99 ccaa agcgggcaga tcacttgagc 
ggtgagaccc cttctgtaag ggnnnnnnnn 
nnnnnnnnnn nnntgacctt tttttggctc 
agtctacaag attctttcac actatgccct 
tatagaaaaa caacgggagc caggcgcggt 
aggccaaggc gggtgaatca tggggtcagg 
aacctggtct ctactaaaaa tacaaaaaat 
cccagctact tgggaggctg aggcaggaga 
gtgagccgag atcgcgccag tgcactccag 
aaaaaaaaaa aaaaaaaaga aaagaaaaga 
tgaagtagtg ctgctttggg cagtgggatt 
tatgtttaac tatataacta gaagaaatat 
ttaaagtatt acctgtaagg atgtttatgg 
aaaatgagaa caggttaaat gtccaactat 
atgggttgtg aggatcctta aatggctgat 
aaaatatata ccctatacaa cataattcca 
actctagaag tgggtaatca aaatgttaaa 
ctggtctgtt cttcaattct caattttcca 
cagataaaaa tcattgcact aggctgggcg 
tgggaggctg aggcgggtgg atcacgtggt 
gtgaaacccc agctctacta aaaatacaaa 
aatcctagct acttgggagg ctgaggcagg 
gcagtgagcc gagattgcgc cactgcactc 
caaaaaaaaa aaaaaatcat tgcactatat 
gtcaattaaa atgtgtactt aattaagaaa 
aatggtgttt ccttctcatc gtctccaggt 
cccatttccc ctgggtggac agggatgggg 
cattcagtgc aggggaaggc tgactttacc 
cgaaatccgg accgcatttg aggaggccct 
ccgccaggca gccaaggaga aagtgagcgg 
gggttcaagg atacagtttt gctaggaacc 
tcttcaggca gatgccatct atgatatgat 
agagctggat gatgtttatg acggggtgag 
cctgtagagg gcactgttcc ctgggcttag 
gcttgtcggt ttcttttaga ggcagatgga 
gtgacaggct gcaggccaaa cagcagtgaa 
caagcctaat caaattctgt ttctacctct 
gccttggttt cattttctgt aaaatggggg 
gtgagataaa tgaatacagt atgtaaaaaa 
tattgccaat tatggtttac tagatatttt 
actaatgagt agccaaactg gcgctattat 
tacttcccaa cttaccacag aacaaannnn 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 



aaaaaattta gccgggcgtg gtggcgggcg 14580 
gcaggagaat ggcgtgaacc cgggaggtgg 14640 
cactccagtc tgggtgacag agtgagactc 14700 
gtagtagaaa ctgctgatag actgaatgtg 14760 
actcccaggt ttcttgcatg ggggactgac 14820 
ggtggctcat gcctttaatc ccagcacttt 14880 
tcaggagttc aagaccagcc tgggaaacat 14 940 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 15000 
tgntcggtca ctagcangca agttattggg 15060 
caaaattgac tgttcatgta tgtgcagaca 15120 
ggctcacgcc ggtaatccca gcactttggg 15180 
agttcgagac cagcctggcc aacatggtga 15240 
tagccgggcg tggtggcggg tgtctgtaat 15300 
atcacttgaa cccaggaggc ggaggttgca 15360 
cctgggcgac agagcaaaac tctgtctcaa 15420 
aaaacaactg gatgtaaatt gatgaacaaa 15480 
ataagagtcc tttaaagttg tctatgtgtt 15540 
ttatttatta ggatatgata atggatgtgc 15600 
tttttatggc aatgttgttt ataatagcag 15660 
agggtaaagg aaaaataaat tgtggttagg 15720 
atatctttca gcaaaaaaag taggttacaa 15780 
tattttatat gcatatcagg ggagggaaaa 15840 
agaacttatc tatgaatgag tgctttataa 15900 
aattttctgt gaatgtcctc ttttcataat 15960 
tggtggttca cgcttgtaat cccagcactt 16020 
caggagttca agaccaacct ggccaagatg 16080 
aattacccgg gcatgatggc gggagcctgt 16140 
agaatcgctt gaactcggga ggcggaggtt 16200 
catcctaggt aacacagcca gactctgtct 16260 
taaattataa tataatttga tgaacttatt 16320 
aaagccagcc acaatcccag tacctttaca 16380 
gctcagccgt atttctttag tctagacgtt 16440 
caccaagggt ggatgggtgg ggcagggatg 16500 
tcctccctcc caggcagagg ggatgatcag 16560 
gggacagctg gtttggatgg atgagaagac 16620 
tggctagggt tggggcgcca tcttgaggtg 16680 
tggggaagga aacaaaccct taacctggtc 16740 
tggtttccca gactttatcc tggagcccaa 16800 
tacctacgct catcagtact gaacttcagc 16860 
aaattggggc tcaagcactg ggaaagaggt 16920 
ggtaaccagc attgttaaaa tgttggctct 16980 
atatagtgct aacgagccaa gatttggagt 17040 
aactttgtaa ccttaacaaa atctctctag 17100 
tcctactagt gccttcctca tagggttgtt 17160 
acagcaccca taacataaat ggcctttaaa 17220 
acagttgagg aaactgaggt ttggagagat 17280 
cttctccaat ggattctctt gctctctgtc 17340 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 17400 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 17460 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 17520 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 17580 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 17640 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 17700 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 17760 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 17820 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 17880 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 17940 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 18000 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 18060 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 18120 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 18180 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 18240 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 18300 



8 



nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
attggatgaa 
cgataaagaa 
agagagtgaa 
aaagagagag 
canccccccc 
aaaaaagggg 
agggcttaaa 
ctaaccccaa 
gtttacccaa 
gaattcccag 
gtctgtggac 
ggggtgcaaa 
tggtggcaga 
tacaatcaat 



nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
aataaagaag 
atgcaagtgc 
99999ccccc 
aaggaaagaa 
tctttttttt 
ggtttggttt 
ggggggattc 
aaggggcccc 
tgcctttatt 
tggctcctgc 
cagggctggt 
ggtgagttct 
atgagtccct 
accaggtcaa 



nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
aacaagaggt 
gcgcgcggcg 
cccgccccaa 
gtagttttcc 
tcccgcgaaa 
tttgggcccc 
aagaaaaaac 
taaaatttcc 
gacaaaggta 
aagggccttg 
ggggcactgc 
cctcagggcg 
ggcagccttc 
tggggagagg 



nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
tcgtttgaga 
caaccactac 
aggaaagggg 
cccccccggg 
acccccccca 
gtggcccctt 
ccccccccaa 
ggggaaaccc 
gggccccatg 
ggacattgat 
tgcccccaag 
cgagtatgac 
cggaaccaca 



nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnagaat 
ggaagccggg 
aatagtgtgt 
tagtgtccac 
gagaaacctt 
aaaagttttt 
tggtttaaat 
ttgccccaaa 
gtgtgggcaa 
gagtcgtccc 
gtagccccaa 
agacgagctc 
aaagaaggga 
cggcctgcat 



nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
nnnnnnnnnn 
caccaacagc 
aaaattctct 
cgtccacccc 
gccgctccac 
ggatggggct 
tttaaaaaac 
tgggagaaag 
ttgtaatttc 
tggcccatta 
ctctagccta 
gggccctgaa 
tggttttggt 
actgcggccc 
ggaggaacag 



18360 
18420 
18480 
18540 
18600 
18660 
18720 
18780 
18840 
18900 
18960 
19020 
19080 
19140 
19200 
19260 
19320 
19380 
19440 
19500 
19560 
19620 
19650 



<210> 4 
<211> 765 
<212> PRT 

<213> Homo sapiens 



<400> 4 



Met 


Asn 


Val 


Ala 


Leu 


Gin 


Glu 


Leu 


Gly 


Ala 


Gly 


Ser 


Asn 


Met 


Val 


Glu 


1 








5 










10 










15 




Tyr 


Lys 


Arg 


Ala 


Thr 


Leu 


Arg 


Asp 


Glu 


Asp 


Ala 


Pro 


Glu 


Thr 


Pro 


Val 








20 










25 










30 






Glu 


Gly 


Gly 


Ala 


Ser 


Pro 


Asp 


Ala 


Met 


Glu 


Val 


Gly 


Phe 


Gin 


Lys 


Gly 






35 










40 










45 








Thr 


Arg 


Gin 


Leu 


Leu 


Gly 


Ser 


Arg 


Thr 


Gin 


Leu 


Glu 


Leu 


Val 


Leu 


Ala 




50 










55 










60 










Gly 


Ala 


Ser 


Leu 


Leu 


Leu 


Ala 


Ala 


Leu 


Leu 


Leu 


Gly 


Cys 


Leu 


Val 


Ala 


65 










70 










75 










80 


Leu 


Gly 


Val 


Gin 


Tyr 


His 


Arg 


Asp 


Pro 


Ser 


His 


Ser 


Thr 


Cys 


Leu 


Thr 










85 










90 










95 




Glu 


Ala 


Cys 


He 


Arg 


Val 


Ala 


Gly 


Lys 


He 


Leu 


Glu 


Ser 


Leu 


Asp 


Arg 








100 










105 










110 






Gly 


Val 


Ser 


Pro 


Cys 


Glu 


Asp 


Phe 


Tyr 


Gin 


Phe 


Ser 


Cys 


Gly 


Gly 


Trp 






115 










120 










125 








He 


Arg 


Arg 


Asn 


Pro 


Leu 


Pro 


Asp 


Gly 


Arg 


Ser 


Arg 


Trp 


Asn 


Thr 


Phe 




130 










135 










140 










Asn 


Ser 


Leu 


Trp 


Asp 


Gin 


Asn 


Gin 


Ala 


He 


Leu 


Lys 


His 


Leu 


Leu 


Glu 


145 










150 










155 










160 


Asn 


Thr 


Thr 


Phe 


Asn 


Ser 


Ser 


Ser 


Glu 


Ala 


Glu 


Gin 


Lys 


Thr 


Gin 


Arg 










165 










170 










175 




Phe 


Tyr 


Leu 


Ser 


Cys 


Leu 


Gin 


Val 


Glu 


Arg 


He 


Glu 


Glu 


Leu 


Gly 


Ala 








180 










185 










190 






Gin 


Pro 


Leu 


Arg 


Asp 


Leu 


He 


Glu 


Lys 


He 


Gly 


Gly 


Trp 


Asn 


He 


Thr 






195 










200 










205 








Gly 


Pro 


Trp 


Asp 


Gin 


Asp 


Asn 


Phe 


Met 


Glu 


Val 


Leu 


Lys 


Ala 


Val 


Ala 




210 










215 










220 










Gly 


Thr 


Tyr 


Arg 


Ala 


Thr 


Pro 


Phe 


Phe 


Thr 


Val 


Tyr 


He 


Ser 


Ala 


Asp 


225 










230 










235 










240 


Ser 


Lys 


Ser 


Ser 


Asn 


Ser 


Asn 


Val 


He 


Gin 


Val 


Asp 


Gin 


Ser 


Gly 


Leu 










245 










250 










255 




Phe 


Leu 


Pro 


Ser 


Arg 


Asp 


Tyr 


Tyr 


Leu 


Asn 


Arg 


Thr 


Ala 


Asn 


Glu 


Lys 



9 



260 



Val Leu 


Thr 


Ala 


Tyr 


Leu 


Asp 


Tyr 




275 










280 


Gly Gly 


Arg 


Pro 


Thr 


Ser 


Thr 


Arg 


290 










295 




Leu Glu 


He 


Gin 


Leu 


Ala 


Asn 


He 


305 








310 






Asp Glu 


Glu 


Lys 


He 


Tyr 


His 


Lys 








325 








Leu Ala 


Pro 


Ser 


Met 


Asp 


Trp 


Leu 






340 










Pro Leu 


Glu 


Leu 


Ser 


Asp 


Ser 


Glu 




355 










360 


Tyr Leu 


Gin 


Gin 


Val 


Ser 


Glu 


Leu 


370 










375 




Leu Asn 


Asn 


Tyr 


Leu 


He 


Trp 


Asn 


385 








390 






Leu Asp 


Arg 


Arg 


Phe 


Glu 


Ser 


Ala 








405 








Tyr Gly 


Thr 


Lys 


Lys 


Ser 


Cys 


Val 






420 










Asn Thr 


Asp 


Asp 


Ala 


Leu 


Gly 


Phe 




435 










440 


Ala Thr 


Phe 


Asp 


Arg 


Gin 


Ser 


Lys 


450 










455 




Glu He 


Arg 


Thr 


Ala 


Phe 


Glu 


Glu 


465 








470 






Asp Glu 


Lys 


Thr 


Arg 


Gin 


Ala 


Ala 








485 








Asp Met 


lie 


Gly 


Phe 


Pro 


Asp 


Phe 






500 










Asp Val 


Tyr 


Asp 


Gly 


Tyr 


Glu 


He 




515 










520 


Met Leu 


Asn 


Leu 


Tyr 


Asn 


Phe 


Ser 


530 










535 




Arg Lys 


Pro 


Pro 


Ser 


Arg 


Asp 


Gin 


545 








550 






Asn Ala 


Tyr 


Tyr 


Leu 


Pro 


Thr 


Lys 








565 








He Leu 


Gin 


Ala 


Pro 


Phe 


Tyr 


Ala 






580 










Phe Gly 


Gly 


He 


Gly 


Val 


Val 


Met 




595 










600 


Asp Asp 


Gin 


Gly 


Arg 


Glu 


Tyr 


Asp 


610 










615 




Trp Gin 


Asn 


Glu 


Ser 


Leu 


Ala 


Ala 


625 








630 






Glu Glu 


Gin 


Tyr 


Asn 


Gin 


Tyr 


Gin 








645 








Arg Gin 


Thr 


Leu 


Gly 


Glu 


Asn 


He 






660 










Ala Tyr 


Asn 


Ala 


Tyr 


Lys 


Ala 


Trp 




675 










680 


Gin Leu 


Pro 


Ala 


Val 


Gly 


Leu 


Thr 


690 










695 




Phe Ala 


Gin 


Val 


Trp 


Cys 


Ser 


Val 


705 








710 






Gly Leu 


Val 


Thr 


Asp 


Pro 


His 


Ser 








725 








Thr Leu 


Ser 


Asn 


Ser 


Arg 


Asp 


Phe 






740 










Gly Ser 


Pro 


Met 


Asn 


Pro 


Gly 


Gin 



755 760 



265 






270 




Met 


Glu Glu Leu 


Gly 


Met 


Leu Leu 






285 






Glu 


Gin Met Gin 


Gin 


Val 


Leu Glu 




300 








Thr 


Val Pro Gin 


Asp 


Gin 


Arg Arg 




315 






320 


Met 


Ser He Ser 


Glu 


Leu 


Gin Ala 




330 






335 


Glu 


Phe Leu Ser 


Phe 


Leu 


Leu Ser 


345 






350 




Pro 


Val Val Val 


Tyr 


Gly 


Met Asp 






365 






He 


Asn Arg Thr 


Glu 


Pro 


Ser He 




380 








Leu 


Val Gin Lys 


Thr 


Thr 


Ser Ser 




395 






400 


Gin 


Glu Lys Leu 


Leu 


Glu 


Thr Leu 




410 






415 


Pro 


Arg Trp Gin 


Thr 


Cys 


He Ser 


425 






430 




Ala 


Leu Gly Ser 


Leu 


Phe 


Val Lys 






445 






Glu 


He Ala Glu 


Gly 


Met 


He Ser 




460 








Ala 


Leu Gly Gin 


Leu 


Val 


Trp Met 




475 






480 


Lys 


Glu Lys Ala 


Asp 


Ala 


He Tyr 




490 






495 


He 


Leu Glu Pro 


Lys 


Glu 


Leu Asp 


505 






510 




Ser 


Glu Asp Ser 


Phe 


Phe 


Gin Asn 






525 






Ala 


Lys Val Met 


Ala 


Asp 


Gin Leu 




540 








Trp 


Ser Met Thr 


Pro 


Gin 


Thr Val 




555 






560 


Asn 


Glu He Val 


Phe 


Pro 


Ala Gly 




570 






575 


Arg 


Asn His Pro 


Lys 


Ala 


Leu Asn 


585 






590 




Gly 


His Glu Leu 


Thr 


His 


Ala Phe 






605 






Lys 


Glu Gly Asn 


Leu 


Arg 


Pro Trp 




620 








Phe 


Arg Asn His 


Thr 


Ala 


Cys Met 




635 






640 


Val 


Asn Gly Glu 


Arg 


Leu 


Asn Gly 




650 






655 


Ala 


Asp Asn Gly 


Gly 


Leu 


Lys Ala 


665 






670 




Leu 


Arg Lys His 


Gly 


Glu 


Glu Gin 






685 






Asn 


His Gin Leu 


Phe 


Phe 


Val Gly 




700 








Arg 


Thr Pro Glu 


Ser 


Ser 


His Glu 




715 






720 


Pro 


Ala Arg Phe 


Arg 


Val 


Leu Gly 




730 






735 


Leu 


Arg His Phe 


Gly 


Cys 


Pro Val 


745 






750 




Leu 


Cys Glu Val 


Trp 







765 
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